The first line of evidence is the presence of GDGTs, including crenarchaeol, in suspended particulate matter (SPM) at 83m, which archaeal community is nearly exclusively composed of MGII (>94% of archaeal reads; Table 1 ) as determined by pyrosequencing. However, according to the authors' definition, all SPM samples <100 m do not contain sufficient archaeal reads (i.e. <1000; Table S2 ; Fig.   S6 ) to draw any conclusion. This low abundance of archaeal DNA is also evident from the absence of detectable MGI 16S rRNA gene copies (Fig. 2) . It is, however, not surprising that GDGTs were detected infer. The jury is, therefore, still out.
